Protein content and localization of individual proteins of rabies virus have been studied. Four major proteins (estimated molecular weights, about 65,000, 54,000, 37,000 and 21,000), one minor component (molecular weight, about 200,000), and one intermediate (as regards its molar concentration) component (molecular weight, about 43,000) were revealed in rabies virus paarticles. In subviral particles accumulating in virus-infected cells, the 200,000-, 54,000-, and 37,000-dalton components were revealed. Some properties of the subviral particles allow them to be considered as viral nucleocapsids and the proteins composing them as analogs of L, N, and NS proteins of other rhabdoviruses. Thus, the protein composition of the rabies virus strain studied does not differ from that of other rhabdoviruses.
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The goal of this work was to reevaluate the existing notions concerning the differences in the set of structural proteins and in their location in virions between rabies virus and other rhabdoviruses. The typical representative of the latter, vesicular stomatitis virus, contains three proteins in the nucleocapsid (L, N, and NS), one protein in the inner membrane (M), and one glycoprotein (G) in the envelope (7) . It is considered that the external envelope of rabies virus also contains G glycoprotein, whereas the inner membrane contains two proteins, Ml and M2, and the nucleocapsid has only one protein, N (3) (4) (5) (6) . Recently, one more protein was revealed in rabies virions that electrophoretically corresponds to L protein of vesicular stomatitis virus; however, the location of this component was not established (3) . This paper presents data indicating that the set and the location of structural proteins in rabies virus do not differ from those of other rhabdoviruses.
In the first series of experiments, proteins of purified rabies virus were analyzed. Rabies virus, Vnukovo-32 strain, was grown in BHK-21 cells. The virus concentrate from several decaliters of virus-containing fluid was prepared by centrifugation in a K-6 continuous-flow rotor of a Mark II Electronucleonics centrifuge. Purification of the virus was performed by the pelleting of viral particles from the concentrate and isopycnic centrifugation in 20 to 60% linear sucrose gradients in an SW27 rotor of a Spinco L5 centrifuge. The light-scattering material with a density of -1.19 g/ml was collected, and the virus was sedimented, treated with Nonidet P-40 at various ionite strengths, and analyzed by electrophoresis in sodium dodecyl sulfate (SDS)-polyacrylamide gels. Figure 1 shows the results of such experi- Figure 3 shows results of the study of proteins of virus-specific structures that accumulate in the cytoplasm of virus-infected cells. For the buoyant density analysis, particulate fractions of the cytoplasmic extracts were used, from which cell membranes and free proteins were removed beforehand. Figure 3 shows that in the zone of the maximal concentration of particles containing viral proteins (p = 1.27 g/cm3), the ratio of N, NS, and apparently L proteins was constant; this allowed us to exclude cosedimentation of different materials.
Several explanations of the possible origin of the virus-specific structures are worth considering. Their infected at a multiplicity of infection of about 1 mouse 50%o lethal dose per cell. At 3 days after infection with the virus, the cells were incubated in 0.05% lactalbumin hydrolysate with "C-amino acids (10 ,uCi/ml) for 24 h. The medium was used as the source of the virus, the cells were lysed with 1% SDS, and both were studied by electrophoresis in SDS-Laemmli polyacrylamide gels. The gels were dried, and the positions of "C-labeled proteins were determined by autoradiography. (1) Sendai virus "C-labeled proteins (marker) (2); (2) this suggestion is the hypothetical membrane function of this protein in rabies virions. This was concluded from the fact that nucleocapsids, if isolated from rabies virions by sodium deoxycholate treatment, contain N protein only (1, 4, 5) . However, it is well known that such treatment may remove loosely bound nucleocapsid proteins of negative-stranded RNA viruses (for example, see reference 8). It is also known that the assembly of nucleocapsids with membrane proteins is correlated with the release of virions from the cell by a budding mechanism.
Thus, the most plausible nature of the subviral particles is that they are nucleocapsids.
Their buoyant density (1.27 g/cm3) correlates with prior data (5), a small difference in the density being attributable to the use of sucrose gradients in our experiments instead of cesium chloride used by Sokol and co-workers. Also, these authors studied nucleocapsid preparations containing only N protein. Finally, essential support for the nucleocapsid nature of the 1.27-g/ cm3 particles is that they contain three classes of proteins, L, N, and NS, with molecular weights and molar ratios similar to those of nucleocapsid proteins of other rhabdoviruses.
